






































 

 

 

 

Figure 4: brc1-2 brc2-1 buds have altered auxin responses 

Branch lengths of isolated one-node explants of (A) wild-type Col-0 and (B) brc1-2 brc2-1held 

between 2 agar slabs with apical NAA at concentrations of 1, 2.5, 5 and 10 µM, or ethanol only. 

Bud length was measured for 10 days after excision of explants, n=19-20, error bars are s.e.m. Data 

are representative of 2 independent repeats. (C) Wild-type and (D) brc1-2 brc2-1 growth curves of 

the same data aligned to the activation day (day 0) defined as the day on which branches reached 5 

mm or greater. Some explants do not feature at some treatments and/or time-points since they never 

reached 5 mm, or did so late in the experiment, giving sample sizes between 1 and 20. (E) Median 

day on which buds reach 5 mm or more in length. Crosses indicate a median of at least 10 days, 

with insufficient buds reaching lengths greater than 5 mm for these treatments. Different letters 

indicate statistically significant differences at p < 0.05 with log-rank test with Holm-Bonferroni 

adjustment. Comparisons were carried out between genotypes of the same treatment and between 

treatments of the same genotype. 
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Figure 5: BRC1 is not necessary for bud growth inhibition 

Branch numbers and vegetative node numbers scored at proliferative arrest. (A) Total number of 

branches and nodes for plants grown in short days, n=16-23, representative of 2 independent 

repeats. (B) Number of rosette and cauline branches in wild-type, ft-10, brc1-2 brc2-1 and ft-10 

brc1-2 brc2-1 plants, n=39-40, representative of 2 independent repeats. (C) Number of branches, 

n=21-23, representative of 3 independent repeats, and (D) number of nodes, n=10, on plants grown 

with high (9 mM) or low (1.8 mM) nitrate supply. (E) Percentage of nodes with axillary buds that 

were vegetative or reproductive in plants grown with high or low nitrate supply, n=10. Letters 

indicate statistically significant differences at p < 0.05 with Wilcoxon rank-sum tests with Holm-

Bonferroni adjustments where appropriate. Error bars are s.e.m. 
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Figure 6: High levels of bud BRC1 transcripts do not prevent branch growth.  

(A) BRC1 transcript levels in the two apical-most buds (n and n-1) of wild-type and smxl678 max2 

mutants. Pooled bud samples were taken from 4 plants per genotype. (B) Branch length of apical n 

and n-1 branches of WT and smxl678 max2 mutants 0 and 3 days after decapitation, n=4. Different 

letters indicate statistically significant differences between groups with pairwise t-tests and Holm-

Bonferroni adjustment. (C-D) oestradiol-inducible lexa::BRC1 explants treated basally with 10 mM 

β-oestradiol for 90 mins before decapitation. (C) BRC1 transcript levels in buds of induced and 

mock-treated explants. (D) Branch length of induced and mock-treated explants after decapitation 

over time, n=10-15 For (A) and (C) data are the mean of 3 biological replicates. Brackets with two 

asterisks indicate a statistically significant difference at p < 0.05 with a two-sample t-test. For (B) 

and (D) data are representative of 2 and 3 independent repeats respectively. Error bars are s.e.m. 
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Figure 7: Strigolactone and BRC1 affect branching additively 

Total branch number at proliferative arrest. (A) Wild-type, max2-1, brc1-2, smxl6-4 smxl7-3 smxl8-

1, smxl6-4 smxl7-3 smxl8-1 max2-1, and smxl6-4 smxl7-3 smxl8-1 max2-1 brc1-2 plants grown in 

long day growth chambers, n=9-13 (B) Wild-type, brc1-2 brc2-1, max4-5, d14-1, max4-5 brc1-2 

brc2-1 and d14-1 plants grown in long day glasshouse conditions, n=23-24, representative of 3 

independent repeats. (C) Wild-type, brc1-2 brc2-1, d14-1, max2-1, and max4-5 plants grown in 

short day growth conditions, n=16-23, data for Col-0 and brc1-2 brc2-1 is the same as for Fig 5A. 

(D) Photographs of representative plants of the genotypes indicated grown in long days. Different 

letters indicate statistically significant differences at p < 0.05 with pairwise Wilcoxon rank-sum 

tests with Holm-Bonferroni adjustments, error bars are s.e.m.  
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Figure 8: brc1 brc2 mutants are strigolactone-sensitive. 

(A-C) Bud-bud competition assay in which explants bearing two nodes are basally treated with 5 

µM GR24 (a synthetic strigolactone) or acetone control and decapitated, n=19-20, error bars are 

s.e.m. Length of the longer branch (A) or the shorter branch (B) over time after decapitation. (C) 

Violin plots of the relative growth index (the length of the longest branch divided by the total length 

of both branches) at day 10 after decapitation, white circles indicate the median and coloured shapes 

indicate the probability distribution of the data. (D) Total branch number of 6-week-old plants 

grown axenically on media supplemented with 5 µM GR24 or acetone control. For (C-D) asterisks 

indicate statistically significant differences between treatments for each genotype at p < 0.05 with 

pairwise Wilcoxon rank-sum tests. Data for all panels are representative of 3 independent repeats. 
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BRC1 expression reduces bud activation potential, but is not necessary or 
sufficient for bud inhibition in Arabidopsis 

Supplementary Figures  

Figure S1. BRC1 transcripts do not change 30 minutes post-decapitation 

Transcript levels of BRC1 in pooled samples of buds from 15-20 individual one-node explants, 1 h 

time course of buds with intact primary shoot apex, or activated by decapitation. Data are the mean 

of 3-4 independent biological repeats, error bars are s.e.m. 

Figure S2. Strigolactone and BRC1 affect plant height additively 

Height of the primary inflorescence shoot at proliferative arrest. Different letters indicate 

statistically significant differences at p < 0.05 with pairwise Wilcoxon rank-sum tests with Holm-

Bonferroni adjustments, n=15-20, error bars are s.e.m.  
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