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Figure S4. Identical NMJ phenotypes between WT and MuSK
+/∆CRD

 mice during synapse

formation and maturation.  

(A) Confocal images of whole mount left hemidiaphragms from E14/E14.5 WT and 

MuSK
+/∆CRD 

embryos stained with neurofilament (NF, red) and synaptophysin (Syn, red)

antibodies together with α-BTX (green). (B and C) Quantitative analysis of the E14/E14.5 

AChR clusters number (B) and mean neurite length (C). (D) Confocal images of whole mount 

left hemidiaphragms from E18.5 WT and MuSK
+/∆CRD 

embryos stained as in A. White dashed

lines delineate the synaptic endplate band. (E-L) Quantitative analysis of the E18.5 endplate 

band width (E), the AChR clusters number (F), volume (G), fluorescence intensity (H), the 

number of primary (I) and secondary (J) nerve branches and the mean primary (K) and 

secondary (L) neurite length. (M) Confocal images of whole mount isolated muscle fibers 

from P20 and P60 WT and MuSK
+/∆CRD 

Tibialis Anterior, stained as in A. (N-P) Quantitative

analysis of the AChR cluster area (N), the Syn area (O), and overlap area of presynaptic and 

postsynaptic elements (P) in P20 WT and MuSK
+/∆CRD 

mice. (Q-T) Quantitative analysis of

the number of fragments per AChR cluster (Q), the AChR cluster area (R), the Syn area (S), 

and the overlap ratio of presynaptic and postsynaptic elements (T) in P60 WT and MuSK
+/∆CRD

mice. *p<0.05; ns, non significant. Mann-Whitney U test. N=4 embryos or animals per 

condition. Scale bar in the merged image in A and D, 40 μm; in M, 10 μm. 
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