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Figure S10. Sftpc-rtTA;tetO-Cre;Yapflox/flox;Tazflox/flox mutants showed that both Yap and 

Taz are essential for AEC1 differentiation.  

(A-R) Immunofluorescent detection of HOPX (green) and YAP (magenta) in control, 

Sftpc-rtTA;tetO-Cre;Yapflox/flox;Tazflox/+ mutant and Sftpc-rtTA;tetO-

Cre;Yapflox/flox;Tazflox/flox mutant lungs at E17.5. Boxed areas are magnified in the rows 

immediately below. The Sftpc-rtTA;tetO-Cre;Yapflox/flox;Tazflox/+ mutants showed an 

intermediate phenotype of slightly reduced HOPX+ cells. Arrows in the Sftpc-rtTA;tetO-

Cre;Yapflox/flox;Tazflox/flox mutant indicated that the few remaining HOPX+ cells all had 

escaped recombination and retained YAP. Scale bars: 50μm. 
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Table S1. Primers used for qRT-PCR

Transcript Forward Primer (5'-3') Reverse Primer (5'-3')
Actb CGGCCAGGTCATCACTATTGGCAAC GCCACAGGATTCCATACCCAAGAAG
Ager GTGGCTCAAATCCTCCCCAAT CCTTCCCTCGCCTGTTAGTTG
Amotl2 AAGGGCTCGTATCCAGTGAG CGTCTCTGCTGCCA TGTTT
Cdh1 CAAGGACAGCCTTCTTTTCG TGGACTTCAGCGTCACTTTG 
Ctgf GCCCTAGCTGCCTACCGACT AACAGGCGCTCCACTCTGTG
Hopx CCACGCTGTGCCTCATCGCA GGCCTGGCTCCCTAGTCCGT
Pdpn CACCTCAGCAACCTCAGAC AAGACGCCAACTATGATTCCAA
Sox2 GGAGAAAGAAGAGGAGAGAG CTGGCGGAGAATAGTTGG
Sox9 CGTGGACATCGGTGAACTGA GGTGGCAAGTATTGGTCAAACTC
Wnt5a CAAATAGGCAGCCGAGAGAC CTCTAGCGTCCACGAACTCC
Wnt7b CAATGGTGGTCTGGTACCCAA AGTCTCATGGTCCCTTTGTGGTT
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